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Preface
This volume contains the post-proceedings of the 3rd International Workshop
on Static Analysis and Systems Biology (SASB 2012) which took place in Deauville,
France, on September the 10th, 2012.
A lot of biological models suﬀer from a high combinatorial complexity. Many
methods have been proposed to break down this combinatorial complexity. Some
of these methods are informal and are validated experimentally. By contrast, static
analysis-based scalable formal methods increase the level of conﬁdence by provid-
ing formal characterization of what is computed. Being automatic, easily reusable,
and oﬀering formal soundness criteria, static analyses can help designing models,
testing models with respect to experimental data, and predicting the behavior of
the modeled system. The goal of SASB is to promote discussions and collabo-
rations between biologists (modelers), computer scientists (in static analysis) and
applied-mathematicians around the design and the use of static analysis methods
for biological models.
This year, four papers and two posters have been selected according to a rig-
orous refereeing process. The selected papers and posters were presented at the
workshop together with two invited presentations by Andre Levchenko (Institute
for Computational Medicine, Johns Hopkins University, USA) and Russ Harmer
(Universite´ Paris VII and CNRS, France).
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The fourth international workshop on Static Analysis and Systems Biology
(SASB 2013) will be held in Seattle on June 19, 2013 as a satellite event to the
20th Static Analysis Symposium.
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